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INTRODUCTION

AlloHSCT provides curative potential for
patients with ALL. PTCy GVHD prophylaxis
has changed this paradigm. Impact of donor
age is unknown in the PTCy era.

METHOD CONCLUSION

Our results show that, compared to
Haploidentical donor age 45+, MUD donor
and haplo donor age 18-29 groups
demonstrated superior NRM, while haplo
donor age 30-44 trended towards superior
NRM. Haplo donor age 18-29 was
associated with significantly superior OS
compared to haplo donor age 45+. Disease
free survival and relapse were similar in
outcomes across all donor groups.

FUTURE DIRECTION

Our findings call for further granular
identification of the optimal donor age in
larger cohorts to ensure timely
Implementation into practice.

Registry based retrospective
analysis of 1,381 de-identified
ALL patients in CR receiving
alloHSCT between 2017-2021
with PTCy GVHD prophylaxis

Aim - To clarify the impact of donor age and were included.

type on outcomes of ALL patients in the
contemporary era of PTCy based GVHD
prophylaxis
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Multivariable Cox models adjusted for: Recipient Age, KPS, HCT-CI, Year of HCT, Disease Status, Graft Source, Conditioning Intensity, Donor-Recipient Sex, D-R CMV Serostatus.
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