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A total of 75 patients were included (mean age: 73.0 + 11.3 years; 73.3% male), 17.3% (n=13) developed severe infection (Sl). At infection onset, 50.7% were receiving antimicrobial prophylaxis.

Pneumonia (42.7%) and blood stream infection (31.0%) were the most common clinical manifestations. D-VRd was the most frequent regimen (33.3%). Lenalidomide was associated with higher
frequency of Sl (p=0.028).

S| was associated with higher creatinine levels (1.74 vs 1.13 mg/dl, p < 0.001) and C-reactive protein (CRP) levels (21.86 vs 5.51 mg/L, p =0.0035).

Febrile neutropenia (OR 8.04, 95% CI 1.76 - 36.64; p=0.007) and CRP > 12.45 mg/L (OR 9.77, 95% CI 2.19 — 43.70; p=0.003) independently predicted SI. CRP show moderate discrimination
(AUC 0.762). The model achieved 30.8% sensitivity, 96.8% specificity, and 85.0% overall accuracy (Nagelkerke R? = 0.290). CONTACT IN FORMATION

Table 1. Comparison of regimens for severe infection* Figure 2. ROC curve* Table 2. Multivariable logistic regression* Maria Fernanda Montes Rodriguez
cource of the Department of Hematology, Hospital Juarez de Mexico, Mexico City, Mexico.
Without severe : : Curve : . .
Treatment infection Severe infection 24 | . C-Reactive Protein Email:marifermr96@gmail.com
== Reference line
1 ()
D-VRd 20 (32.3%) 5 (38.5%) 0.68 N Independent predictor 95% CI
D-Rd 23 (37.1%) 7 (53.8%) 0.28
> Febrile neutropenia 8.04 1.76 -36.64 0.007 REFERENC ES
VRd 30 (48.4%) 8 (61.5%) 0.40 B 66
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CRd 3 (4-8%) 3 (23-1%) 0.028 Encinas C, Hernandez-Rivas J-A, Oriol A, Rosifiol L, Blanchard M-J, Bellon J-M, et al. A simple score to
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1The only significant comparison in the SPSS proportion comparisons with Bonferroni N _ - Pan Q, Huang B, Liu J, Chen M, Gu J, Kuang L, et al. Clinical characteristics and risk factors of infection
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*Data are presented as n (%). Comparisons between patients with and without severe Nalgelkerke R2 = 0.290

infection were performed using Pearson’s x? or Fisher’s exact test, as appropriate.
Multiple comparisons of proportions were adjusted using the Bonferroni correction.
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