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Introduction

« Frontline therapy for follicular lymphoma (FL) is not Patient disposition
based on molecular biology. Untreated FL
. . . . . . N=33 - - - -
« BCR signaling via the PI3K pathway is a major survival =9 D'*'T’°°"t'““fat'°d" before 8 cycles (:« ?)
. . . . oxicity of study treatment =
mechanism and can be targeted with copanilisib. S, e
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» Fixed-duration therapy with copanlisib and rituximalb
can achieve complete responses (CR)
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« Copanlisib 60mg weekly for the first 3 weeks of each N=24 o ON=22
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. o 20%
targeted, panel-based, deep sequencing 0| P=0.55 0.0008
0 12 24 36 48 60 0% 0 10 20 30 40 50
Characteristics N =33 Adverse events in >10% patients including all Grade 23
Median Age (range) 55 (24-80)
Preexisting Conditions of Interest R_éSh_ o
Prediabetes 10 (30) Néusea and vomlt?ng— 42
) Infusion related reaction 39
Diabetes 2 (6) Mucositis - 36 3
Hypertension 11 (33) Diarrhea o
FLIPI Score Upper respiratory tract infection - 27
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Conclusion

» PI3K-inhibition shows activity in nearly all patients with
57 untreated FL including high-risk patients by FL24Cx
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» Fixed-duration copanlisib and rituximalb shows good
tolerability and achieves durable, MRD-negative
AICTORIOR R RN I remissions in patients with untreated FL




