Frequency and Distribution of IDH1 and IDH2 mutations in AML
Cases with a Normal Karyotype in Pakistan
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Introduction Distribution of various IDH mutations that was found in

Acute Myeloid Leukemia (AML) is a well-established
entity with numerous genetically driven mutations.
Various molecular alterations Include mutations In
Isocitrate dehydrogenase 1 (IDH1) and isocitrate
dehydrogenase 2 (IDH2)!. These mutations produce 2-
hydroxyglutarate (2-HG), a metabolite that interferes

AML patient is being projected In Figure 4.
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(range 18-65) as described in Figurel.

This study highlights the frequency and distribution of IDH1

pender PR (12%) and IDH2 (11%) mutations in normal karyotype

primary AML cases In Pakistan, with IDH1-R132H and

IDH2-R140Q being the commonest ones. These findings

highlight the importance of conducting routine molecular

screening using allele-specific PCR for early identification of

=5 20/ IDH mutations in AML. Future studies with larger cohorts

and longitudinal follow-ups are required to explore the full
clinical implications of IDH mutations in AML.
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