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Enrolled Patients GLOBAL RESPONSES = Median follow-up 14.5 (range 0.5 -29.7) months.
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Immune cell composition and differences in cell-cell interaction for each treatment arm at baseline and on-treatment reveals distinct
signatures (A). The interactions between CD8+ T cells and TAMs are central to shaping immunosuppressive tumor microenvironment with
increased/decreased communication dynamics observed across immune cell subsets. This maybe likely due to decreased PD-L1 expression
(B). Increased interactions with CD8+ T cells are seen in both arms (C); communications with TAMs are increased in single agent arm but
decreased in combo arm. Overall, findings demonstrate that durva/len shows stronger anti-tumor immunity in CTCL.

CONCLUSIONS

= Durvalumab (anti-PD-L1) & lenalidomide demonstrated superior clinical activity compared to single-agent durvalumab in
refractory/advanced MF/SS.

> Patient with mycosis fungoides, clinical stage I1B = Responses are durable and ongoing, and treatment was well tolerated with a favorable safety profile in both arms.

with large cell transformation = Molecular profiling and single cell analysis revealed distinct changes of immune cell signatures and cellular signaling
» Treated with durvalumab & lenalidomide combo interactions within the TME that occurred in each treatment arm when compared to baseline.
» Patient achieved CR., response is ongoing for 2

18 months

Thank you to all our patients
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