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NGn;-edlan age - 54 years (IQR 19-85). - 1. NGS is an effective method that confirms the disease clonality and allows identifying high-risk groups in patients with Ph-MPN
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Statistical analysis: 5. An integrated approach to the diagnosis of Ph-MPN using all cyto- and molecular genetic technologies allows you to establish a diagnosis, assess the
the Kaplan-Meier method with statistical significance assessed using prognostic features of the disease and select the most effective personalized therapy
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