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RNA-seq and mass spectrometry were performed in the bone marrow mesenchymal stromal cell line |
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The cellular oxygen consumption rate (OCR) and the extra-cellular acidification rate (ECAR) was
assed using the Seahorse platform to quantify the mitochondrial respiration and the glycolysis
respectively. HS5 were either alone or cultured with conditioned media (CM) issued from primary CLL
cells culture.

« This bioenergetic shift induced by CLL cells could enhance stromal cells fitness, which therefore will benefit to tumoral cell survival.

« We are currently investigating how this crosstalk interferes with the effect of BCR pathway inhibitors or BH3-mimetics. Targeting this
axis may represent a therapeutic strategy of interest.
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