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Table 1. Summary of Cases of B-ALL With iAMP21

Case No Age, y/ WBC Count, X RUNXI copies/ tel 21q copies/ RUNX1/tel 21q RUNX1 copies/ MILPA Remi ssion
: Sex 10°/L cell cell ratio 1AMP21 chromosome
1 8/F 1.3 >10 1 >10 N Yes

>10/mar3

RESULTS

INTRODUCTION

Patients with intrachromosomal amplification of chromosome In this study, 12 patients demonstrated 5 or , S , i 1 i . N ;
21 (IAMP21) are a cytogenetic subgroup of childhood B-cell more RUNXT signals per interphase nucleus. o
acute lymphoblastic leukemia (B-ALL). Compared to RUNX1, all cases showed fewer 5 740N = 8 A 9 NP N Vos
subtelomeric signals in interphase cells,
ranging from 1 to 5. The accurate interphase 4 8.6/M 5.2 5~12 3~5 2. 04 »5/r N Yes
distinction of iIAMP21 was made by calculating
5 7/M 12 5~8 1 6.5 NP N Y
the ratio of RUNX1 to subtelomeric signals; / =
the minimum and maximum values were 1.67 6 5.7/F 10 6~8 2 3.5 NP IKZF1 detetion Yes
and more than 10, respectively. Metaphase
FISH data were recorded if available. Of the ! 10. 5/F 200 =10 570 2 17 A=B/ecil ) (a2 \ fes
AI M cases, 4 of 12 demonstr_ated 3 or more extra 3 4/M 60 5 1 5 NP N Yes
ﬁﬁf&?ﬁ&lﬁ‘é@ﬂ?& ?hzmrglc?r ar?c:}grmegf 9 1/F 1.2 5 3 1. 67 NP e Yes
To investigate the cytogenetic features and prognosis of P gy ‘ ' RBI detetion
children with iAMP21 B-ALL mar,r(21)c and add(21)c. Using MLPA, 3 of 12 | ' . | 4/add(21) (422) \ ;
' cases showed gene deletion, including IKZF1, 0 ¥ 0 ; 07 . a o8
CDKNZ2A/B, ETV6, BTG1, and RB1. All cases 11 11/F 3 5~T7 3~4 1.71 NP RBI, ERG detetion No
received chemotherapy according to CCCG-
12 8/F 4.6 >10 5 >2. 4 NP N No

ALL-2020; 10 achieved remission, and MRD
remained negative; 2 did not achieve

N, normal; NP, not performed.

remission, and MRD was >0.01%.

CONCLUSIONS

IAMP21 is a primary cytogenetic abnormality
located in the same region of amplification as the
RUNX1 gene and a common region of deletion at
the telomere. Some patients display other genetic
abnormalities in addition to iIAMP21. IAMP21 is
associated with inferior outcomes, and patients with
this abnormality require more intensive therapy.

REFERENCES

METHOD

ACKNOWLEDGEMENTS

Thank Zuo Zhaoqin and Li Jun for their
assistance in data analysis for this article.

CONTACT INFORMATION

Corresponding author: Jiantuo Liu MS, Wuhan
Kindstar Medical Laboratory Co, Ltd, Wuhan,

1 Robinson HM et al. Intrachromosomal amplification of
chromosome 21 (iIAMP21) may arise from a breakage—fusion—bridge
cycle. Genes, Chromosomes and Cancer 2007,46(4):318-326

2 Harrison CJ et al. Detection of prognostically relevant genetic
abnormalities in childhood B-cell precursor acute lymphoblastic
leukaemia: recommendations from the Biology and Diagnosis
Committee of the International Berlin-Frankfurt-MUunster study group.
British Journal of Haematology 2010; 151(2):132-142

3 Harrison CJ et al. An international study of intrachromosomal
amplification of chromosome 21 (iIAMP21): cytogenetic
characterization and outcome. Leukemia 2014, 28(5):1015-1021

I —

» Retrospective analysis of data from 12 children diagnosed
with B-ALL and iIAMP21.

« Screened patients ranged in age from 1 month to 18 years.

« All patients were diagnosed with B-ALL using standard
morphological and immunophenotypic criteria.

« Patients in this study were classified as iAMP21 using the
criteria of 5 or more RUNX1 signals per cell and by a ratio of
RUNXT to tel 21q signals exceeding 1.
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