Response to Erythropoiesis-Stimulating Agent Therapy in IPSS-R Lower Risk Myelodysplastic
Syndrome Patients Restratified According to IPSS-M
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RESULTS
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dose 40.000 U sc/week) was assessed using the 2018 H
International Working Group (IWG) revised response criteriaZ. i |
Patients were categorized as long responders (>24 months) or -
short responders (<24 months).
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Figure 1: Restratification of patients according to IPSS-M Figure 2: ESA response divided by IPSS-M Figure 3: Number of mutations in the different ESA
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