
Population:
Patient diagnosed with AML between 2/1/2018 and 2/1/2022 
who completed at least once cycle of ven-based therapy at 
our center were extracted from the medical record.
Data Collection:
Clinical and cytogenetic data were collected via chart review. 
Next generation sequencing data evaluating a panel of  
genes commonly mutated in AML was extracted. Response 
to treatment was assessed using the International Working 
Group (IWG) criteria.
Data Interpretation
Variables were compared using Fisher’s exact test, t-test, 
and chi-square test where applicable. Overall survival (OS) 
was calculated from ven initiation and estimated using 
Kaplan-Meier survival analysis. The relationship between 
factors associated with response and survival were 
assessed via multivariable cox-regression.
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The outcomes of older patients with acute myeloid 
leukemia (AML) ineligible for intensive chemotherapy 
remain poor. The addition of venetoclax (ven) to HMAs or 
low dose cytarabine has become the standard of care 
based on the VIALE-A and VIALE-C trials. VIALE-A 
excluded patients with prior HMA therapy, and both trials 
excluded patients with relapsed or refractory AML (RR-
AML). We investigated the outcomes of patients treated 
with ven-based therapy in both newly diagnosed and R/R 
settings.

This study of real-world outcomes with ven-based 
therapy in AML assessed factors associated with and 
predictive of treatment response and OS. In this cohort, 
patients with denovo AML had improved OS compared 
with t-AML/sAML. The only factor predictive of improved 
outcomes in our cohort was having an IDH1/2 mutation. 
There was no additional association between mortality 
and any of the other identified genetic abnormalities, 
likely given the small size of this cohort. OS was 
particularly poor in patients with R/R AML. We also found 
no relationship between prior HMA therapy and OS. 
More studies are needed to further delineate the role of 
venetoclax based combinations in the relapsed/refractory 
settings.
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