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The presence of myelodysplasia-related gene mutations was associated with a worse OS than patients with de novo AML. OS in AML-
pMDS was similar to AML-MRGM.

(p =.02). STAGZ2 was more likely to be mutated in younger patients (p = .05).

« Blood or bone marrow samples were obtained at diagnosis and sequenced for mutations in a panel of
48 genes associated with AML.

« Patients were assigned to one of 3 groups: 1. AML-MRGM (n = 177, 38.4%), 2. patients with a history
of MDS (prior MDS) bearing none of the 9 MRGM (AML-pMDS, n = 86, 18.7%) and 3. patients with
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\Figure 4: AML-MRGM has a worse outcome in younger patients < 60

In younger patients < 60 years AML-MRGM had a significantly worse OS (A). In patients = 60 years the myelodysplasia-related gene mutations had no significant impact on overall survival (B).
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