PROGNOSTIC VALUE OF FLT3-ITD RESIDUAL DISEASE IN ACUTE MYELOID LEUKEMIA
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Multivariate analysis of prognostic factors
Relapse Incidence Overall Survival
AlIM Variable HR (95% Cl) P Value HR (95% Cl) P Value
To comprehensively investigate the impact of NGS-based FLT3-ITD ; ;
MRD detection on treatment outcome of AML patients in the context of FLT3-ITD MRD (detection vs. no detection) 3.55(1.92-6.56) <0.001 2.51(1.42-4.43) 0,002
current prognostic factors Age (per 10 years) 1.05 (0.86-1.29) 0,621 1.20 (0.97-1.49) 0,087
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WABC at diagnosis (>100x109/L vs. <100x109/L) 2.96(1.73-5.07) <0.001 1.89(1.05-3.43) 0,035 ACKNOWLEDGEMENTS
NPM1 mutation at diagnosis (mutant vs. wild type) 1.21(0.68-2.16) 0,522 1.30(0.75-2.23) 0,348
METHODS FLT3-ITD ratio at diagnosis (high vs. low) 1.76 (1.00-3.09) 0.050 1.60(0.96-2.67) 0.070 We thank all patients and the HOVON/SAKK Cooperative Trial Group
| _ | | | , . and participating centers
* Patients: 161 de novo AML patients with a FLT3-ITD at diagnosis, Number of cycles to attain complete remission (2 vs. 1cycle) 1.84(1.10-3.09) 0.020 1.73(0.98-3.06) 0,058
treated within HOVON-SAKK multicenter clinical trials Relapse by FLT3-ITD and mutant NPM1 MRD Relapse by FLT3-ITD and flow cytometry (MFC) 6\,0“ CR:&: @
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* NGS: performed at diagnosis and in complete remission (CR) following 100+ (n=91) 100 ( ) SBLIELY,
two cycles of standard induction chemotherapy (LOD 104, median VAF S FLT3+INPM1+ 9 Fl T34+/MECA
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- Cumulative incidence of relapse (CIR) 0 jl | | | P<0.001 . | | | P<0.001
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