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Background

Methods

Results

• Chronic myelomonocytic leukemia (CMML) is characterized by marked clinical

heterogeneity.

• Generally associated with poor outcomes, median overall survival (mOS) is 3 years.

• Multiple prognostic models consider cardinal clinical, cytogenetic and molecular features

critical in estimating individual risk and outlining treatment.

• Identification and longitudinal assessment of features of interest become important to

predict which patients tend to have a more indolent course compared to those who will

progress

• Retrospective cohort of patients with CMML treated at Moffitt between 1995-2020

• Patients were stratified into 2 cohorts: those remaining in observation for >3 years versus

those who required treatment <3 years after presentation.

• Treatment-naïve patients lost to f/u within 3 years were excluded

• Out of 729 patients 68.3% were male (498) and 88.5% were Caucasian (645).

• Median age at diagnosis was 71 (17-95).

• A total of 123 patients (17%) did not require treatment within 3 years of diagnosis.

• mOS was 70mo among those who did not require early treatment compared to 25mo for

those who did (p<.005).

• Clinically, higher platelet count at baseline was associated with longer time to treatment

(p=0.022).

• Elevated WBC (proliferative CMML), lymphocytes, monocytes and marrow blasts were

associated with earlier initiation of treatment (p<.005).

• Patients not needing immediate treatment had lower risk disease by IPSS, R-IPSS and

all CMML risk models.

• JAK2, SF3B1, and IDH2 mutations were associated with more indolent course obviating

the need for intervention within 3 years (p<.005).

• NRAS portended a more aggressive course (p=0.004).

• Patients harboring ASXL1 showed a trend towards early progression (p=0.067)
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Conclusions

• A small subset of CMML patients (17%) have a more indolent disease course. Clinical

and molecular features at diagnosis can be assessed to identify them.

• Next, we aim to identify changes in clinical and molecular features from baseline

immediately anteceding the need for treatment to establish whether they predict

evolution of disease
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