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Introduction

Case Study: High Risk Detected 2.4 years Before Cancer Diagnosis

Pre-malignant metaplastic tissue, or Barrett's Esophagus (BE), is the only known 1. After Institutional Review Board approval patients with BE/GERD were * A total of 136 tissues were analyzed. 45 BE biopsies progressed to EAC within a mean e tancer o Figure 4: A biopsy retrieved from the Mayo Clinic 874
orecursor for esophageal adenocarcinoma (EAC). Periodic histological assessment of identified. of 380 days, while the remaining 36 BE specimens did not progress over a 10-year days before the patient was diagnosed with esophageal
endoscopic forceps biopsy along dysplasia-carcinoma sequence is used to assess 2. Two cohorts were selected: progressors (progressed to EAC at subsequent period B cancer was analyzed. The STLAT01 assay of the patient's
progression risk. Current surveillance protocols have clinical limitations as 4 out of 5 interval of 0.5-3 years) and non-progressors (~10 years of f/u surveillance * All 8 STLATOT biomarkers were expressed at a higher level in BE tissue that progressed E Diopsy ~ demonstrated  consistent ~ overexpression
patients still present in late stages of EAC. The aim of this study is to compare novel without progression along dysplasia/carcinoma path). to. cancer when compared to BE/GERD tissue that remained stable over 10 years g /\/ compared to the mean expression of .Barrett's pare.nts
proteomic expression patterns to distinguish stable BE patients from those who 3. Formalin fixed paraffin embedded (FFPE) tissue was cut at 10 microns with one Figli 2 that never developed cancer. The patients expression
developed EAC using the STLAT0T assay. The STLAT0T panel was designed to work 5um section stained with H&E. * In .the 55 EAC ftissues analyzed, all 8 r-nar-k.ers of the STLATOT pangl RS ne.a‘rly e o e om o treﬂrdsby]lce|rded ° TGH FTISanOI’er.ﬂcer PCOre roughly 2.5
seamlessly into the current standard screening protocols for BE patients. 4. The serially sectioned unstained slides were microdissected based upon the urilerselly overe.x-pressecoj SN h?d Agriicanily greaies CXpression quantities s s o sy |01 > D015 EEOPHATEE AT SIAGNEEE
quidance of a board-certified pathologist (Figure 1). compared to traditional b|-omar|<ers like HER?, EGFR and PD-L1 (Flggre 5). | —
5 Dissected cells were then heated to break formalin cross-links, trypsinized,  Immunofluorescence confirmed overexpression of STLAT0T markers in Progressive BE. STLA101 Expression in EAC Tumors Compared to Standard Markers

STLA101 Diagnostic Worktlow (Biopsy to Results) and reduced with DTT.
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