Factors Associated with Disproportionate Burden of Bacterial Vaginosis (BV) in the United States
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Background & Objective

BV isacommon vaginal infection among
US women ages 14-49 years.

 Evidence suggest BV disproportionately
Impacts certain groups of women.42

* This study summarizes scientific
literature on risk factors for BV among
women in the US.

Study Design & Methods

« A systematic literature review on BV risks
and disparities/inequities by race/ethnicity,
women who have sex with women, and
other subgroups was conducted.

A search of PubMed for articles published

from August 2012 to August 2022 was
conducted.

Results

« Of 760 studies reviewed, 49 met inclusion
criteria.

« Women of Non-White race, Hispanic
ethnicity, lower socio-economic status and
young age are disproportionately impacted
by BV. '
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Discussion

The etiology of BV disease Is still unclear.

Differences in host genetics appear to be an
Important indicator in a women's
predisposition to BV.44

Risk factors for BV are multifactorial and
Interrelated making treatment and
prevention of recurrence a challenge.

Comprehensive campaigns are needed to
better educate women about BV risk and BV-
associated sequalae.
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