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Background & Objective

Factors Associated with Disproportionate Burden of Bacterial Vaginosis (BV) in the United States

• A systematic literature review on BV risks 
and disparities/inequities by race/ethnicity, 
women who have sex with women, and 
other subgroups was conducted.

• A search of PubMed for articles published 
from August 2012 to August 2022 was 
conducted.
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• BV is a common vaginal infection among 
US women ages 14-49 years.

• Evidence suggest BV disproportionately 
impacts certain groups of women.1-49 

• This study summarizes scientific 
literature on risk factors for BV among 
women in the US.

Study Design & Methods   

© 2023 Organon group of companies. All rights reserved. 

Royal College of Obstetricians and Gynaecologist Annual Meeting June 2023 | London, UK

Various clinical, sociocultural, and biological factors can 
significantly increase risk for bacterial vaginosis
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Women who have sex with Women

BV prevalence is highest among 
Black (33%) and Hispanic (31%) 

women when compared to White 
(23%) and Asian (11%)18

Psychosocial Factors

Given differences in the vaginal microbiome between racial and 
ethnic groups, future studies should consider whether there is a 

singular definition of a “healthy” vaginal microbiome

Results 

Discussion
• The etiology of BV disease is still unclear.

• Differences in host genetics appear to be an 
important indicator in a women’s 
predisposition to BV.44

• Risk factors for BV are multifactorial and 
interrelated making treatment and 
prevention of recurrence a challenge.

• Comprehensive campaigns are needed to 
better educate women about BV risk and BV-
associated sequalae. 

• Of 760 studies reviewed, 49 met inclusion 
criteria.

• Women of Non-White race, Hispanic 
ethnicity, lower socio-economic status and 
young age are disproportionately impacted 
by BV. 1-5

• Other BV risk factors:
- multiple sex partners2,4,22,32,47

- alcohol use26,47

- smoking2,32,49

- immunosuppression42-44

- postmenopausal women29

- birth by C-section45

- warfighting in austere 
conditions46

27%

Prevalence of BV in
North America18
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Type of (e.g., douching) and 
motivation for vaginal hygiene 

practices increases BV risk and differs 
across race and age4,10,25

In general, the vaginal microbiome of 
Blacks and Hispanics have more 
BV-causing bacteria compared 

to Whites5,12

Vaginal Hygiene

Higher odds (OR: 1.89-22.99)1 of BV 
were found among women with 

multiple risk factors

BV risk is higher for patients with a 
history of forced sex32, depression

symptoms3 and trauma15,8

BV prevalence for women who 
have sex with women ranges 

from 25%-42%32
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