
Profile of vaginal and placental microbial flora in Indian antenatal women

Pregnancy is believed to have a shift in vaginal

microbial composition primarily dominated by

lactobacillus species. There is a paucity of

literature regarding the profile of vaginal and

placental flora of Indian antenatal women and

their correlation. So this study was conducted to

see the pattern of flora and their correlation with

postpartum infections in Indian antenatal

women.
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Figure 1: Vaginal flora distribution among 
pregnant females (n=100): Nugent Scoring
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Table 1: Vaginal Flora:                     

Aerobic culture

Type of growth (n=100)

Sterile 60

Commensal flora 31

Mixed growth 1

Contaminants 4

E. coli 3

Klebsiella pneumoniae 1

Table 2: Placental Flora: Aerobic culture

Type of growth (n=100)

Sterile 71

Contaminants 1

Mixed growth 5

Gram-

positive

cocci

(12%)

Coagulase

positive GPC

Staph. aureus 1

Coagulase

negative

GPC

Staph.

epidermidis

5

Staph.

hemolyticus

2

Staph.

hominis

1

Enterococci E. faecalis 1

E. faecium 2

Gram-

negative

bacilli

(11%)

Eshericheria coli 8

Klebsiella pneumoniae 2

Pseudomonas aeruginosa 1

Table 3: Correlation among vaginal, placental flora and                    

postpartum infection 

n= 100
HVS culture 

n(%)
Placental culture n(%) Postpartum infection

Sterile 60 (60%)

46 (76.6%) Sterile 1 (1.6%) SSI- sterile

10 (16.6%)- Bacteria 

isolated [MC- E. coli]

3 (5%) PP fever (HVS), [1-E. 

coli, 1- Sterile, 1- E. faecalis]

4 (6.6%)-Mixed growth 0

Commensal 

flora 
31 (31%)

20 (64.5%)- Sterile

2 (6.4%) [1-SSI- Staph 

hemolyticus, 1- PP fever 

(HVS)- E. coli]

9 (29%)- Bacteria 

isolated [MC- Staph. 

Epidermidis]

0

2 (6.4%)- Mixed 

growth/contaminants
0

Pathogenic 

bacteria 

isolated

4 (4%)               

(MC- E.coli)

2 (50%)- Sterile
1 (25%)- SSI- Staph. 

hemolyticus

2 (50%)- E. coli
2 (50%)- SSI, [1- Staph. 

epidermidis, 1- Sterile]

Mixed / 

Contaminant
5 (5%)

3 (60%)- Sterile

2 (40%)- Bacteria
0

In other studies also most of the pregnant females had normal

vaginal flora. For placental culture most of the studies included

women with suspicion of chorioamnionitis however very limited

data is available for the term placenta without chorioamnionitis.

Presence of bacterial vaginosis associated with adverse

pregnancy outcome however routine screening for BV is not

recommended.

Discussion 

In the present study majority of women had normal vaginal

flora.

Eshericheria coli was the pathogenic organism found in all

three type of samples.

However larger sample size is required to assess factors

affecting microbial flora and relation among vaginal,

placental flora and postpartum infection

Conclusion
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Study Design: Prospective cohort study at tertiary 

care center

Sample size : A total of 100 antenatal women

Lactobacilli was the most prevalent

organism found in the vaginal microbial

flora of pregnant females. E coli was the

most common organism found not only in

High vaginal swabs and Placental culture

but was also responsible for postpartum

infection in most of females. However a

larger sample size is required for

assessing various factors affecting this

microbial composition.

Strengths:

 Prospective study

 Comparison of vaginal 

and placental flora with 

postpartum infection

Limitations:

 Small sample size

 Use of conventional 

culture method- low 

sensitivity


