Cervicovaginal Inflammation Is Associated With Cervical Neutrophil Infiltration and Activation In Women at

High-risk of Delivering Preterm
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G Detection of peripheral and cervical neutrophils

Detection of cervical neutrophils is influenced by vaginal microbial composition and is
associated with increased complement proteins

* Infection is one of the most common causal aetiologies in
spontaneous preterm birth (sPTB).
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