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Main Ideas:
Not all cases of suspected Periprosthetic Joint Infections (PJIs) necessarily

benefit from 16S sequencing. 

With suspected negative PJI cultures, 16S results valuably impact diagnostic
change in cases. Thus, sequencing results can provide an additional piece of

information in an otherwise challenging clinical scenario.
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Molecular diagnostics are powerful
tools for understanding PJIs
Affect on clinical decisions of 16S
rRNA sequencing test results in PJI is
debated
Goal: to examine if performing the
16S rRNA test in the setting of a PJI
affected medical and surgical
management decisions

Retrospective analysis of patients who
underwent 16S rRNA sequencing for
suspected PJI from Jan 1, 2020 to June 30,
2025
PJI defined according to EBJIS 2021 criteria
Examination of clinical impact determined by:

Change in diagnosis
Introduction/change of antimicrobial
therapy
Surgical managment attributable to
molecular results
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