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ITotal ankle arthroplasty (TAA) marks a milestone of contemporary foot and ankle surgery and is increasingly performed for the treatment of
|ate- -stage ankle arthritis. Although periprosthetic joint infection (PJI) accounts for a small portion of TAA complications, it is responsible for up
Ito 80.6% TAA failures. The surgical field bacterial burden during TAA is a critical factor contributing to PJI but has not been fully elucidated.

Materials and Methodes Results
With IRB approval, a total of 41 patients who underwent TAA were A total of 72 out of 82 swabs (87.8%) were qualified for sequencing.
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most prevalent genus was Bradyrhizobium, which was the most
abundant in 34 swabs.
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In the only PJI case of this cohort, intraoperative microbiome and
infected wound bacterial cultures were in high concordance.
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