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❖ Antimicrobial resistance (AMR) is a growing global public health threat that 

compromises the effectiveness of existing antibiotics and urgently necessitates 

the discovery of lead antimicrobial drug candidates from natural sources. 

Anonidium mannii (Oliv.) Engl. & Diels is an under-utilised medicinal plant 

traditionally used for the management of infectious diseases, fever, and 

gastrointestinal disorders. 

❖With renewed global interest in plant-based medicine, phytochemical 

characterisation is essential to validate traditional uses and identify new bioactive 

compounds. Advances in metabolomics and analytical platforms, particularly LC-

MS, now enable comprehensive profiling and rapid identification of antimicrobial 

constituents. Here, we investigated the chemical constituents of A. mannii 

through LC-MS analysis and evaluated the antimicrobial and cytotoxic activities 
of its extracts.

1. Introduction

2. Methodology

3. Results and discussion

The findings are shown and discussed as follows in Tables 1 and 2 as well as 

Figures 1-4.

Table  1: Antibacterial activity of the tested extracts of A. mannii against bacterial pathogens

Table  2: Cytotoxic activity, showing IC50 values of A. mannii extracts against Vero and HepG2 
cell lines along with the selectivity index (SI)

Figure  1: The dose-response curves illustrating the cytotoxic effects (%) of A. mannii 

extracts and doxorubicin on: (a) Vero and (b) Hep2G cell lines. 

4. Conclusion

Figure  2: LC-MS chromatogram of A. mannii butanol-water 

extract, showing positive and negative ionization modes

LC-MS profiling detected 14 compounds in the 

butanol-water extract, of which nine compounds were 

putatively annotated via LC-MS/MS analysis (Figure 

4). These metabolites are known for their 

pharmacological activities, including antibacterial. 

Notably, apart from 3,4-dihydroxybenzoic acid, all the 

identified compounds are reported in A. mannii for the 

first time.   
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Figure 4: Putatively identified compounds in A. mannii 

butanol-water crude extract via LC-MS/MS annotation

Figure  3: showing MS/MS of apigenin at m/z 

271.1, with a characteristic fragment at m/z 

153.0 via retro-Diels-Alder (RDA) cleavage of 
the C-ring and complementary RDA fragment at 
m/z 119 

This study evaluated the bioactivities, and metabolites of A. mannii leaf extracts using LC–MS/MS. 

The butanol-water fraction showed the strongest antibacterial and anticancer activities. The 

findings support further drug discovery studies.
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