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* Species Richness: Significant differences between 15 Post-op A

(0=0.009) and 2™ Post-op A (p=0.002) compared to Pre-op A; * Breast species richness did decrease with both courses of antibiotics.

Significant differences between 15t Post-op B (p=0.006) and 2™ Post-op * Breast diversity did not change with the differing lengths of antibiotics

courses
B (p=0.007) compared to Pre-op B ) . . N .
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* Their presence in these samples and decrease is still of unclear

We aimed to define the breast microbiome and its change
over time with the use of post-operative antibiotics
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