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ACE inhibitors and ARBs did not alter overall gut microbial diversity, but were associated with specific bacterial
changes in AD, suggesting a potential interaction between blood pressure medications and the gut-brain axis(GBA)
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Figure 2: Taxonomic profiles at the Genus level. Blautia depicted on similar richness and composition
ACE/ARBs show a decrease of Agathobacter and a higher relative abundance of Bifidobacterium.
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