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Background Methods

Neuropsychiatric symptoms (NPS) are common in cognitive decline and

Alzheimer's disease (AD), yet the underlying pathology is poorly understood.
We Investigated cerebrospinal fluid (CSF) proteome and metabolome
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Fig. 4 Frequency of enriched pathways based on GO slim categories and the selected proteins of the exploratory model
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alterations suggesting specific biological pathway alterations In

depression, apathy, and anxiety. Further external validation and the
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