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• Tau PET positivity is often an inclusion criteria for Alzheimer’s disease (AD) clinical 
trials. However, this can be costly as patients will often meet trial criteria but fail at 
PET screening, increasing trial operational burden. This is especially true in pre-
symptomatic AD populations, where large numbers must be screened. 

• We assessed whether adding quantitative MRI biomarkers (QyScore®) and 
multimodal AI prediction (QyPredict®) can reduce the proportion of pre-screened 
patients failing at confirmatory PET scans, while maintaining high sensitivity for 
PET positivity and enabling more efficient pre-screening workflows. 

• We modelled tau PET positivity, a challenging target for blood-only pre-screening, 
to establish the incremental value of MRI-driven predictors.

R E SU LT S

QyPredict® pre-screening that combines blood biomarkers with QyScore®-derived MRI data can reduce unnecessary PET scans and associated screen failures. 
This can lead to a substantial reduction in the operational burden on large scale AD clinical trials.

CO NC LUS I O NS

• QyPredict® was trained on a sample of 272  AD and MCI patients from ADNI (mean 
age: 74.1 ±8.1, 45.6% female, mean MMSE: 26.2±3.8). Models were customised to 
predict tau positivity, defined as meta-temporal ROI SUVR>1.32, using the inferior 
cerebellum as reference. We compared models using: (1) blood p-tau217 only, (2) 
QyScore®-derived MRI data+p-tau217, and (3) QyScore®-derived MRI 
data+cognition+APOE4+p-tau217. 

• An independent validation dataset of 55-71 AD and MCI patients, not involved in any 
model training, was used for model validation. Models were tuned to achieve 100% 
sensitivity, eliminating the risk of mislabeling true tau positive patients as tau 
negative. Finally, the impact of using QyPredict®-based pre-screening assessments on 
a Phase 3 clinical trial was modelled. 

M ET HO D S

R E SU LT S

Table 1. Shows the performance metrics of QyPredict® models, predicting tau positivity in AD and 
MCI, trained on different features. All models were tuned to achieve 100% sensitivity, to eliminate 
the risk of incorrectly excluding true tau positive patients in a clinical trial pre-screening scenario

• Adding QyScore®-derived MRI quantitative markers and multimodal predictors 
reduced the number of pre-screened patients that would fail at a confirmatory PET 
scan by 34.7%, compared to blood p-tau217 alone (Figure 1). 

• Compared to blood p-tau217 alone, models incorporating QyScore®-derived MRI data 
resulted in a 2.8-3.7x improvement in specificity (Table 1). When modelling the 
impact of a QyPredict®-based pre-screening assessment on a Phase 3 clinical trial, 
QyPredict® resulted in a reduction of up to 11.5 months in trial recruitment duration.

Figure 1. Shows the proportion of tau positive and tau negative patients that would undergo a 
confirmatory tau PET scan, after passing a QyPredict® pre-screening assessment. QyPredict® pre-
screening assessments incorporating blood biomarkers with QyScore®-derived MRI data show a  
substantial reduction in the number of patients failing at the confirmatory tau PET scan.
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* For baseline comparison, a surrogate of the performance for the pTau-217 blood test alone, when optimized for 100% sensitivity.
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