Sex and Life Experience Converge on Hippocampal Transcriptomic Responses in a Locus Coeruleus Pretangle Tau Model
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BACKGROUND & RATIONALE SEX- AND EXPERIENCE-DEPENDENT TRANSCRIPTOMIC REMODELING
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Figures 3. Environmental effects on gene expression in excitatory neuron subtypes. Figures 5. Environmental effects on gene expression in non-neuronal cell types.

(A) Volcano .plots show DEGs In DG .(CO), CAL (C1), and CA3 (C2) neurons across > (A) Volcano plots show DEGs in oligodendrocytes, microglia, and astrocytes across
groups relative to cGFP. Red = significant (Adj-p < 0.05, |log2FC| > 0.5); blue = Adj- 5 groups relative to cGFP. (B) Dot plots show the top GO terms enriched in DEGs

I (o @ p < 0.05; green = non-significant. Arrows indicate up/downregulated gene counts. (B) for each cell type.
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I Figures 4. Environmental effects on gene expression in inhibitory neuron N
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— subtypes. (A) Volcano plots show DEGs in Pvalb (C1), SST (C2), CCK (C3) and VIP
(C5) neurons across 5 groups realtive to cGFP. (B) Dot plots show the top GO
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Figures 2. hippocampal cell types classification. (A) Clustering identified 7 major cell terms enriched in DEGs for each subtype.

types (UMAP) based on marker expression (Dot plots). (B) Histogram shows nuclei
counts per cell type. (C) Stacked bar plot displays cell-type proportions across groups.
(D-E) UMAP and dot plots further identify 10 excitatory (Ex) and 9 inhibitory (In)
neuronal subclusters.
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