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21 cognitively normal, 34 mild cognitive cognition, and affective symptoms.
impairment, and 43 Alzheimer’s disease. Plasma p-taul81, NfL, and BDNF ¢ Edges represent conditional associations
Mean age 70.9 years; 55.1% female. Amyloid-B PET standardized uptake value ratio. after accounting for all other variables.
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