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nsSNPs in PSEN1 have structural and functional impact on its function and influences AD pathogenesis.

14 most damaging nsSNPs occurred in PSEN1 highly conserved region significantly impacting its function.

G209R, P117R, Y115D, P117D, P264R, L226R SNPs caused decrease in PSEN1 hydrophobicity.

8 of these 14 most deleterious SNPs occurred in PSEN1’s transmembrane domain involved in its y-secretase activity.

PSEN1 was shown to be in interaction with GSK3f and B-catenin involved in Wnt-signalling which would be distorted by these SNPs.
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