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Alzheimer’s disease and related dementias involve interacting 
biological changes across amyloid, tau, neurodegeneration, 
metabolism, inflammation, and clinical-state domains. 
Pharmacological intervention modeling requires a framework 
that can represent how target-specific perturbations may shift 
a patient-like biomarker state while preserving interpretability 
and safety boundaries. BVidAL SaMD introduces a review-
only B-Pharma framework workflow in which multimodal 
ADRD evidence can be organized into geometry-admissible 
biological-state trajectories for simulated intervention 
analysis.
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     Proposed Novel B-Bio Theory, Frameworks and Pillars on
 SaMD- BVidAL Clinical Software Suite

CSF and plasma biomarker data, amyloid PET, tau PET, MRI-
derived neurodegeneration features, cognitive context, diagnosis 
variables, and neuropathology-informed disease-state evidence 
were organized into a BVidAL SaMD multimodal biological-state 
representation. A B-Pharma target operator was applied as an in-
silico perturbation across amyloid-beta, tau, inflammatory, 
synaptic/neuroprotective, metabolic, and structural-stability axes. 
Simulated responses were represented as geometry-state shifts 
and evaluated using trajectory deviation, target-axis response, 
stability change, and safety/admissibility flags. The workflow 
generated a review-only report without claiming patient-level drug  
     response or treatment recommendation.

RESULTS –  BVidAL Clinical Software Suite (Software as a Medical Device)
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BVidAL SaMD shows how in-silico B-Pharma Framework target perturbations can be mapped into review-only, geometry-admissible ADRD biomarker-state trajectories without claiming real-world drug efficacy.

Objective :  To demonstrate a BVidAL SaMD B-Pharma 
Framework workflow for review-only in-silico modeling of 
pharmacological target perturbations in ADRD using CSF, 
plasma, PET, MRI, cognition, diagnosis, and neuropathology-
informed biomarker-state evidence.

BVidAL SaMD demonstrates a review-
only B-Pharma framework simulation 
workflow for modeling how 
pharmacological target perturbations 
may shift ADRD biomarker geometry 
states across CSF, plasma, PET, MRI, 
and clinical-context layers. The 
strongest value is the target-response 
geometry program: BvidAL SaMD 
organizes multimodal biological 
evidence into interpretable simulated 
response trajectories and applies 
admissibility gates to distinguish 
stable, unstable, or non-admissible 
state shifts. This poster does not claim 
real drug efficacy, standalone 
diagnosis, treatment recommendation, 
regulatory approval, or clinical 
      validation.

Conclusion

Note : OASIS [2] standalone data, NACC [3] 
standalone data, and an evidence-level merged 
dashboard; the merged dashboard represents 
evidence-level integration only, not patient-identity 
linkage.
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