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Introduction Assay PerformanceMeasuring pTau-217/Aβ1-42 from DPS Cards

Background:
• AD diagnosis is increasingly important as 

new therapies emerge.
• Limited access prevents diagnosis and 

excludes many populations.

Objective: 
Demonstrate a scalable, widely accessible 
solution for blood biomarker testing in 
resource-limited settings.

What is SPLASH?

Figure 1. SPLASH Workflow to quantify low-
abundance biomarkers. (a,b,c) SPLASH 
workflow quantifies protein with qPCR.

Figure 2. DPS + SPLASH can discriminate EOAD. (a,b) pTau-217 and Aβ1-42 was quantified 
for each patient. Each patient had two individual DPS cards. (c) The ratio of pTau-217/Aβ1-42 for 
EOAD was significantly higher than all other groups. 

Table 1. Cohort demographics by diagnostic grouping. P-values computed with a chi-square test 
for categorical variables sex and APOE ε4 copy, and ANOVA for continuous variable age.

High Precision SPLASH: low within-disc 
CVs were demonstrated (pTau-217 mean CV 
= 6.0%, Aβ1–42 mean CV = 6.3%)

Discriminate AD: Early-onset Alzheimer’s 
disease (EOAD) group showed significantly 
higher pTau217/Aβ1–42 ratios compared to 
all other groups

Variable CN 
(N = 6)

EOAD 
(N = 2)

MCI 
(N = 2)

bvFTD 
(N = 4)

PPA 
(N = 2)

Total 
(N = 16)

P-
value

APOE e4 0.695
0 4 (66.7%) 1 (50.0%) 2 (100.0%) 3 (75.0%) 2 (100.0%) 12 (75.0%)
1 2 (33.3%) 1 (50.0%) 0 (0.0%) 1 (25.0%) 0 (0.0%) 4 (25.0%)
2 0 (0.0%) 0 (0.0%) 0 (0.0%) 0 (0.0%) 0 (0.0%) 0 (0.0%)

Sex 0.136
1 3 (50.0%) 0 (0.0%) 0 (0.0%) 3 (75.0%) 2 (100.0%) 8 (50.0%)
2 3 (50.0%) 2 (100.0%) 2 (100.0%) 1 (25.0%) 0 (0.0%) 8 (50.0%)

Age 0.811
Mean (SD) 67.1 (20.0) 57.4 (2.5) 73.0 (18.0) 65.2 (6.4) 58.7 (1.1) 65.1 (13.7)

Range 34.5 - 88.8 55.7 - 59.2 60.3 - 85.7 56.2 - 71.0 57.9 - 59.4 34.5 - 88.8
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b)

c)

Summary

• DPS + SPLASH is uniquely accessible 
and scalable for sample testing

• Future applications: field testing, 
population screening, clinical trial 
recruitment

DPS 
Collection Local Lab Results

Solid Phase Ligation Assay with Single wasH
Distributed testing model enabled by DPS 
and SPLASH
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Any questions? 
Please visit Taudia at Booth 1209


