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Introduction Measuring pTau-217/AB1-42 from DPS Cards Assay Performance
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Discriminate AD: Early-onset Alzheimer’s
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Solid Phase Ligation Assay with Single wasH Figure 2. DPS + SPLASH can discriminate EOAD. (a,b) pTau-217 and AB1-42 was quantified and SPLASH
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EOAD was significantly higher than all other groups.
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