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i TAKE-HOME MESSAGE
/_\ A simple tear test may enable

identification of Alzheimer’s disease risk
6 decades before clinical diagnosis,
" providing an opportunity for
preventative lifestyle interventions.

Early Detection Enables Timely
in Midlife (40+ years) Preventative Strategies

Mature miRNA panel Early risk identification

is simple, painless can detect risk even ! empowers individuals
and suitable for . before noticeable ; to adopt healthy habits
large-scale screening ! symptoms appear : and reduce future risk

Non-invasive
& Accessible

Tear fluid collection

A non-invasive tear miRNA test to identify Alzheimer’s risk early
and guide a healthier, longer life.

& '%5 EARLY KNOWLEDGE TODAY, BETTER BRAIN HEALTH TOMORROW

Background Methods Results

Alzheimer's disease - Aim 1: Preclinical studies 1. Gene expression: Brain-Eye axis 4. Tear miRNAs - Clinical validation
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